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A;Cross-references: UNIPROT:O07171; UNIPARC:UPI00000CCB28; GB:Z96071; GB:AL123456; NI 
QHNPR 5 : 1 1 1 1 Db 71 EHNPR 75 RESULT 18 S02025 hemoglobin beta chain - warty newt C;Species 
structures of the major and minor hemoglobin components of the great crested newt (Triturus crist 
145/Domain: globin homology F;62/Binding site: oxygen (His) (distal axial ligand) #status predict* 
aureus (strain N315) C;Species: Staphylococcus aureus C;Date: 10-May-2001 #sequence_revision 
Hirakawa, H.; Kuhara, S.; Goto, S.; Yabuzaki, J.; Kanehisa, M.; Yamashita, A.; Oshima, K.; Furuya 
A;Cross-references: UNIPROT:Q99RQ8; UNIPARC:UPI0000054A32; GB:BA000018; PID:gl370232( , 
137 RESULT 20 151588 Xool protein - African clawed frog C;Species: Xenopus laevis (African clawi ' v 
PMID:8339937 A;Accession: 151588 A;Status: preliminary; translated from GB/EMBI7DDBJ A;Mole 
EHNPR 35 RESULT 21 D71038 hypothetical protein PH1596 - Pyrococcus horikoshii C;Species: Pyre 
Funahashi, T.; Tanaka, T.; Kudoh, Y.; Yamazaki, J.; Kushida, N.; Oguchi, A.; Aoki, K.; Yoshizawa, ' 
nucleic acid sequence not shown; translation not shown A;Molecule type: DNA AjResidues: 1-215 / 
Similarity 80.0%; Pred. No. l.le+02; Matches 4; Conservative 1; Mismatches 0; Indels 0; Gaps 0; 
#text_change 18-Nov-2002 C;Accession: AF0693 R;Parkhill, J.; Dougan, G.; James, K.D.; Thomso 
Moule, S.; O'Gaora, P. Nature 413, 848-852, 2001 A;Authors: Parry, C; Quail, M.; Rutherford, K.; 
UNIPARC:UPI0000059E24; GB:AL513382; PIDN:CAD01919.1; PID:gl6502761; GSPDB:GN00176 ( , 
Lycopersicon esculentum (tomato) C;Date: 30-Apr-1999 #sequence_revision 30-Apr-1999 #text_c 
T07079 A;Status: preliminary; translated from GB/EMBL/DDBJ A;Molecule type: DNA AjResidues: 
l.le+02; Matches 4; Conservative 1; Mismatches 0; Indels 0; Gaps 0; Qy 1 QHNPR 5 : 1 1 1 1 Db 20C 
Hosoyama, A.; Nagai, Y.; Sakai, M.; Ogura, K.; Otsuka, R.; Nakazawa, H.; Takamiya, M.; Ohfuku, 
A;Reference number: A71000; MUID:98344137; PMID:9679194 A;Accession: B71094 A;Status: pr 
replaced by GenBank C;Genetics: A;Gene: PH1015 Query Match 90.3%; Score 28; DB 2; Length 2 
2004 C;Accession: F72210 R;Nelson, K.E.; Clayton, R.A.; Gill, S.R.; Gwinn, M.L.; Dodson, RJ.; Ha 
1999 A;Title: Evidence for lateral gene transfer between Archaea and Bacteria from genome seque 
A;Experimental source: strain MSB8 C;Genetics: A;Gene: TM1801 C;Superfamily: Thermotoga mai < 
stearothermophilus C;Date: 10-Sep-1999 #sequence_revision 10-Sep-1999 #text_change 31-Deo 
A;Accession: 139760 A;Status: preliminary; translated from GB/EMBL/DDBJ A;Molecule type: DNA 
C;Keywords: glycosidase; hydrolase; polysaccharide degradation F;33-330/Domain: Streptomyces 
(strain PCC 7120) C;Species: Nostoc sp. PCC 7120 A;Note: Nostoc sp. strain PCC 7120 is a synony 
Nakazaki, N.; Shimpo, S.; Sugimoto, M.; Takazawa, M.; Yamada, M.; Yasuda, M.; Tabata, S. DNA 
UNIPARCUPIOOOOOCDCDl; GB:BA000019; PIDN:BAB77823.1; PID:gl7135277; GSPDB:GN00179 
(strain PCC 6803) N;Alternate names: protein slrl975 C;Species: Synechocystis sp. A;Variety: PCC 
Takeuchi, C; Wada, T.; Watanabe, A.; Yamada, M.; Yasuda, M.; Tabata, S. DNA Res. 3, 109-136, 
translation not shown A;Molecule type: DNA AjResidues: 1-391 A;Cross-references: UNIPROT:P74: ( 
Conservative 1; Mismatches 0; Indels 0; Gaps 0; Qy 1 QHNPR 5 ||||: Db 153 QHNPK 157 RESULT 
Nakayama, K.; Murata, T.; Tanaka, M.; Tobe, T.; Iida, T.; Takami, H.; Honda, T.; Sasakawa, C; O 
preliminary A;Molecule type: DNA AjResidues: 1-405 A;Cross-references: UNIPROT:Q8XA32; UNIP 
1 QHNPR 5 ||||: Db 113 QHNPK 117 RESULT 30 A85485 l-carnitine dehydratase [imported] - Esch< 
Boutin, A.; Shao, Y.; Miller, L; Grotbeck, EJ.; Davis, N.W.; Lim, A.; Dimalanta, E.; Potamousis, K. 
A;Cross-references: UNIPROT:Q8XA32; UNIPARC:UPI0000126E0B; GB:AE005174; NID:gl251272! 
S40559 carnitine dehydratase (EC 4.2.1.89) - Escherichia coli (strain K-12) C;Species: Escherichia 
Escherichia coli genome: analysis of the 0-2.4min region. A;Reference number: S40531 A;Accessic 
nucleotide sequence, and expression of the Escherichia coli gene encoding carnitine dehydratase. P \ 
III, G.; Bloch, C.A.; Perna, N.T.; Burland, V.; Riley, M.; Collado-Vides, J.; Glasner, J.D.; Rode, C.K, 
shown A;Molecule type: DNA AjResidues: 1-405 A;Cross-references: UNIPARC:UPI0000126E0D; G 
Escherichia coli. A;Reference number: 141010; MUID:95115548; PMID:7815937 A;Accession: I41C 
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